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>gi I 903 04 992 |gb| EAS34 623 . 1 1 chitin synthase G [Coccidioides immitis RS] 
Length=903 

Score = 1593 bits (4126), Expect = 0.0, Method: Composition-based stats. 
Identities = 779/897 (86%), Positives = 827/897 (92%), Gaps = 17/897 (1%) 

Query 16 HRLHDLP-SGSQYNLPAEHDASQSLLHQNQGPFSGPFDDPQHHHRGGSPVRSPSRYSLTE 74 

HRL D+P +GSQY+LP + DAS+SLL NQGP+ GPFDDP H R SP R SRYSLTE 

Sb j C t 17 HRLQDMPPNGSQYHLPQDDDASRSLL - - NQGPYGGPFDDP - - HQRTAS PARPASRYSLTE 7 2 

Que ry 7 5 S YVTDHPQAQDHY GGQMENPAAGFGVPGRVPSP YTRSETSSTEAWRQRQAP - GNL 128 

SY TD PQ Y G Q +NPAAGFGVPGRV SPY+RSETSST+AWR+RQAP GNL 

Sb j ct 73 SYATD- PQNMSQYNDPMYGQQTDNPAAGFGVPGRVASPYSRSETSSTDAWRRRQAPQGNL 13 1 

Query 129 RRYATRKVKLVQGSVLSVDYPVPSAIQNAVQAKYRNDLEGGSEEFTHMRYTAATCDPNEF 188 

RRYATRKVKLVQGSVLSVDYPVPSAIQNAVQAKYRNDLEGGSEEFTHMRYTAATCDPN+F 

Sbj Ct 132 RRYATRKVKLVQGSVLSVDYPVPSAIQNAVQAKYRNDLEGGSEEFTHMRYTAATCDPNDF 191 

Query 189 TLHNGYNLRPAMYNRHTELLIAITYYNEDKMLTSRTLHGVMQNIRDIVNLKKSEFWNKGG 248 

TLHNGYNLRPAMYNRHTELLIAITYYNEDKMLTSRTLHGVMQNIRDIVN+KKSEFWNKGG 

Sbjct 192 TLHNGYNLRPAMYNRHTELLIAITYYNEDKMLTSRTLHGVMQNIRDIVNIKKSEFWNKGG 2 51 

Query 24 9 PAWQKIVVCLVFDGIDPCDKDTLDVLATIGI YQDGVMKKDVDGKETIAHIFEYTTQLSVT 3 08 

PAWQKIW L+FDGIDPCDKD LDVLAT I G+ YQDGVMK+DVDGKET+ AH I FE YTTQLSVT 

Sbjct 2 52 PAWQKIWALIFDGIDPCDKDVLDVLATIGVYQDGVMKRDVDGKETVAHIFEYTTQLSVT 311 

Query 309 ANQQLIRPHDDGPSTLPPVQMMFCLKQKNSKKINSHRWLFNAFGRILNPEICILLDAGTK 3 68 

ANQQLIRPHDDGPSTLPPVQMMFCLKQKNSKKINSHRWLFNAFGRILNPEICILLDAGTK 

Sbjct 312 ANQQLIRPHDDGPSTLPPVQMMFCLKQKNSKKINSHRWLFNAFGRILNPEICILLDAGTK 371 

Query 36 9 PGHKSLLALWEAFYNDKDLGGSCGE I HAMLGKGWKNLINPLVAAQNFE YKI SNI LDKPLE 428 

PG KSLLALWEAFYNDKDLGGSCGEIHAMLGKGW LINPLVAAQNFE YKI SNI LDKPLE 

Sbjct 3 72 PGS KSLLALWEAFYNDKDLGGSCGE I HAMLGKGWTKLINPLVAAQNFEYKI SNI LDKPLE 431 

Query 42 9 SSFGYVSVLPGAFSAYRFRAIMGRPLEQYFHGDHTLSKQLGPKGIEGMNIFKKNMFLAED 4 88 

SSFGYVSVLPGAFSAYRFRAIMGRPLEQYFHGDHTLSKQLGPKGIEGMNIFKKNMFLAED 

Sbjct 4 32 SSFGYVSVLPGAFSAYRFRAIMGRPLEQYFHGDHTLSKQLGPKGIEGMNIFKKNMFLAED 4 91 

Query 489 RILCFELVAKAGSKWHLSYVKSSKGETDVPEGAPEFIGQRRRWLNGSFAASI YSLMHFGR 54 8 

RILCFELVAKAGSKWHL+YVK+SKGETDVPEGAPEFI QRRRWLNGS FAAS I Y+ LMHFGR 

Sbjct 4 92 RILCFELVAKAGSKWHLTYVKASKGETDVPEGAPEFISQRRRWLNGS FAASIYALMHFGR 551 

Query 54 9 MYKSGHNLLRMFFFHIQMIYNTCTVIMTWFALASYWLTTSVIMDLVGNPPAPESGSTQRA 608 

MYKSGHN+ LRMFFFH I QM+ YNT TV + T W F AL A+ Y WLTT S V I MD L VGN P + QRA 

Sbjct 552 MYKSGHNILRMFFFHIQMLYNTFTVFLTWFALAAYWLTTSVIMDLVGNP NQEGQRA 607 

Query 609 FPFGNTATPIVNTVlkylylaf lllqf ilalGNRPKGSKHSYITSFWFGIIQLYIIVLS 668 

FPFGN TP I +NTVLKYLYL FLLLQFILALGNRPKGSKHSYITSF++FG++QLYI ++LS 

Sbjct 6 08 FPFGNKVTPILNTVLKYLYLGFLLLQFILALGNRPKGSKHSYITSFILFGLVQLYIVILS 6 67 

Query 669 MYLWRAFSGGTLAFTTDKGIGEFLKSFFSSEGPGI I I IALAATFGLYFVASFMYLDPWH 728 

MYLVVRAFS G+ + F TDKG+ FLKSFF S+ GI I +IALAATFGLYFVASFMY+DPWH 

Sbjct 668 MYLWRAFS-GSVDFETDKGVDGFLKSFFGSDSAGI IVIALAATFGLYFVASFMYMDPWH 726 

Query 72 9 MFTSFPAYLLIMSSYINILMVYAFSNWHDVSWGTKGADKADALPSAQTQKEDDGKAAVIE 788 

MFTS FPAYLL I MS SY IN I LMVYAFSNWHDVS WGTKG+DKADALPSAQT KED GKAAVIE 

Sbjct 727 MFTS F PAYLL I MS SY IN I LMVYAFSNWHDVS WGTKGSDKADALPS AQTTKEDGG KAAVI E 786 

Query 7 89 EIDKPQADIDSQFESTVKRALTPYVEPKVKEGKSLDDSYKSFRTRLVTLWLFSNGILAVA 84 8 
EIDKPQADIDSQFE+TVKRALTP+VEPKV E KSL+DSYKSFRTRLV W+FSN +LAV 



Sbjct 787 E I DKPQADI DSQFEATVKRALTPFVE PKVDE KKSLEDS YKS FRTRLVASWI FSNALLAVL 846 



Query 84 9 I TSEDVNKFGFTSRATSRTTHFFHALLWATAALSLI RFTGACWFLGRTGIMCCFARR 905 

ITS + VNK GFTS+AT RT + FF ALLWATAALSLIRF GACWFLG+ + GIMCCFARR 
Sbjct 84 7 ITSDSVNKLGFTSQATDRTANFFRALLWATAALSLIRFIGACWFLGKSGIMCCFARR 903 



